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ttggtggttctttggtgatgttctatatctgtgtaagtaccaattgttcccaggcacatat 
ggaagtctgttaataaaaatgatatattttaaaatttgatttagagtgttactagttcta 
aaaatgtaaaagtacactaggtagtgaagaggaaaatgggaggataacgtgtggtctcca 
tttcagtttacgattgtctctgtcttgtagatggaagtcaacttcgctaagaaccgtaag 

MetGluValAanPheAlaLysAsnArgLys 

gataaaaaccaaacgtacaacctcacggggctgcaacctt§tacagaatatgtcatagct 
AspLyaAsnGlnThrTyrAsiiX^uThrGlyLeuGlnProXxxThrGlu ^rVallleAlal 

ctgcgatgtgcggtcaaggagtcaaagttctggagtgactggagccaagaaaaaatggga 
iLenArgl CysAlaValLysGluSe^^ 

atgactgaggaagaaggcaagctacttcctgcgattcccgtcctgtctgctctggtgtan 
MetThrGluGluGluXxxLy sLeuLeuProAlal lePro 

ggct gctct gcgc taaac tt ggt ggt gtc t gcaccaccg 



Figure 2 
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1 CGCTTATAAATGAATGTGTGCTTAGGAACACCAGACAGCACTCCAGCACTCTGCTTGGGG 

6 1 GGCATT C GAAACAG CAAAAT CACT C AT AAAAGG CAAAAAAT TG CAAAAAAAAT AG T AAT A 

12 1 ACCAGCATGGTACTAAATAGACCAXGAAAAGAC^ 

181 AGGAAGGC^GAGTGTCAGCTTGTTCCACCTCAGCTGGGAATGTGCAT CAGGCAACTCAAG 

241 TTTTTCACCACGGCATGTGTCrGTGAATGT^ 

301 ATTTCCCAGCATAAGTGGGTAAGTGCCACTTTGACTTGG^ 

361 AAAGCTCGCAGACAATCAGAGTGGAAACACTCCCACATCTTM 

421 CCAGATTGTTCTTCCTGTCCTGACTTGTGCTGTGGGAGGTGGAGTTG 

481 TCCTTTGAGCCAGCAGAACATCTGTGGAACATCCCCTGATACATGAAGCTCT 

MatLyaLeuSarProGIn 

541 CCTTCATGTGTTAACCTGGGGATGAXGTGGACCTGGGCACTGTGGATGCTCCCCT 
ProSerCysValAanl^uGlyMetMatTrpTh^^ 

CyaliyaPhBSexLeuAlflAaai^ttProAlaiiysProG^^^ 
661 TAXAGGAAAAATTTAACCTGCACTTGGAGTC^ 

TyrArgLysAsni^uThrjC£s^hrTrpSerProGlyLysGlu 

72 1 ACAGTTAAGAGAACTTACGCTTTO^SAGAAAAACATGATAATTGTACAACa^ 

ThrValLysArgThrTyrAlaPheGlyGl^ 
781 ACAAGTGAAAATCGTGCTTCGTGCTCTTTTTTCCTTCCAAGAATAACGATCCCAGATAAT 
ThrSerGluAsnArgAlaSerSj^SorPhePheLauProArgl leThrl lePraAapAsn 
841 TATACCATTGAGGTGGAAGCTGAAAATGGAGATGGTGTAArTAAATCTCATATGACATAC 
TyrThrlloGluValGluAlaGluAsnGlyAspGlyValll^ysSerHisMBtThrTyr 
901 TGGAGATTAGAGAACATAGCGAAAACTGAACCAC CTAAGATTTTCCGTGTGAAACCAGTT 
TrpAr^uGluAanlleAleOiysThrGluProProLysIloPheArgValLysProVal 
961 TTGGGCATCAAACGAATGATTCAAATTGAATGGATAAAGCCTGAGTTGGCGCCTGTTTCA 
LeuGlyIleLyaAr^!etIleGlnIleGluTrpIleLysProGluI.euAlaProVal5or 
1021 TCTGA1TTAAAATACACACTTCGATTCAGGACAGTCAACAGT 

SerAsp^uLyaTyrThrLeuArgPheArgTh^^ 
1081 AACTTCGCTAAGAACCGTAAGGATAAAAACCAAACGTACAACCTCACGGGGCTGGAGCCT 
AsnPheAlaLyaAsiiArgliysAspLyaAsnGlnThrTyrAsxu^euThrGlyLeuGlnPro 
1141 TTTACAGAATATGTCATAGCTCTGCGATGTGCGGTOUkGGAGTCAAAGTTC 
PheThrGluTyrVallleAlaljeuArgCfra^ 
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1201 TGGAGCCAAGAAAAAATGGGAATG ACTGAGGAAGAAGCTCCATGTGGCCTGGAACTGTGG 
S^Setj GlnGliiLyaMatGIyMfltThrGlttGluGluAlaProCysGlyl^euGlaljeuTrp 

1261 AGAGTCCTGAAACCAGCTGAGGCGGATGGAAGAAGGCCAG 

ArgVall^uI-ysProAlaGluAlaAspGlyArgArgProVaiArgLeuI^uTrpLyaLys 

132 1 GOIAGAGGAGCCCCAGTCCTAGAGAAAACACTTG^ 

AlaArgGlyMaProVall^GluLysThrl^uGlyTyrAsnlleTrpTyrTyrProGlu 

1381 AGCAACACTAACCTCAGAGAAACAATGAACACTACTAA 

SarAsnThrAsatouThrGluThrMetAsnTh^^ 
1441 GGAGGCGAGAGCTTTTGGGTGTCTATGATTTCTTATAATTCTCTTGGGAAGTCTCCAGTG 

GlyGlyGluSerPh©TrpValSerMetlleSerTyrAsnSerI*euGlyI*ysSerProVal 
150 1 GCCACCCTGAGGAXTCCAGCTATTCAAGAAAAATCAT^ 

AlaThrLeuArglleProAlalleGlnGluLysSerPheGlnCysIleGluValMatGln 
1561 GCCTGCGTTGCTGAGGACCAGCTAGTGGTGAAGTGGCAAAGCTCTGCTCTAGACGTGAAC 

AlacysValAlaGluAspGlnZ^uValValLysTrpGlnSerSorAlaLeuAspValAsn 
1621 ACTTGGATGATTGAATGGTTTCCGGATGT^ 

ThrTrpMetlloGluTrpPheProAapValAapSorGluProThrThrLeuSerTrpGlu 
1681 TCTGTGTCTCAGGCCACGAACTGGACGATCCAGCAAGATA^ 

SerValSertlnAlaThrAanTrpThrlloGlnGlnAspLysIieuXiysProPheTrpCys 
1741 TATAACATCTCTGTGTATCCAATGTTGCATGA 

TyrAsnlleSerValTyrProMotl^uHisAspLysValGlyGluProTyrSerlleGln 
1801 GCTTATGCCAAAGAAGGCGTTCCATGAGAAGGTCCTGAG 

AlaTyrAlaLysGluGlyValProSerGluGlyProGluThrLysValGluAsnllaGly 
1861 GTGAAGACGGTCACGATCACATGGAAAGAGATTCCCAAGAGTGAGAGAAAGGGTATCATC 

ValLy sThrValThrl leThrTrpLyaGluIloProLyaSerGluArgLyaGly Ilel le 
1921 TGCAACTACACCATCTTTTACGAAGCTGAAGGTC 

CyaAsnTyrThrllePheTyrGlnAlaGluGlyGlyliysGlyPhoSerliysThrValAsn 
1981 TCCAGCAXCTTGCAGTACGGCCTGGAGTCCCTGAAAC^ 

SerSorllel^uGlnTyrGlyLeuGluSerlieuLysArgLysThrSerTyrlleValGln 
2041 GTCATGGCCAACACCAGTGCTGGGGGAACCAACGGGAC^ 

ValMetAlaAsnThrSerAlaGlyGlyThr^ 
2101 TCATTttGTGTCTTTGAGATTATCCT^ 
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2161 CT CATTATCCTGAGAGTGGCATATGGT^ CAT CTGTG T 

222 1 TGGCCCACCGTTCCCAACCCTGCTGAAAGTAGTATAGCCACATGGCATGGAGATGATTTC 

TrpProThrValProAsnProAlaGluSerSerlleAlaThrTrpHisGlyAspAspPhe 
2281 AAGGATAAGCTAAACCTGAAGGAGTCTGATGACTCTGTGAACACAGAAGACAGGATCTTA 

LysAspLysLeuAsnLeuLysGluSer^ 
2341 AAACCATGTTCCACCCCCAGTGACAAGTTGGTGATTGACAAGTTGGTGGTGAACTTTGGG 

LyaProCysSerThrProSerAspLysLouVallleAspLysLeuValValAsnPheGly 
2401 AATGTTCTGCAAGAAATTTTCACAGATGAAG CCAGAACGGGTCAGGAAAA^ 

AsnVall^uGlnGluIlePheThrAspGluAlaArgThrGlyGlnGlu^ysGlnPheArg 

2461 AGGGGAAAAGAATGGGACTAGAATTCTGTCTTCCTGCCCAACTTCAATATAAGTGTGGAC 
ArgGlyLy sGluTrpAsp* * * 

2521 TAAAATGCGAGAAAGGTGTCCTGTGGTCTATGCAAATTAGAAAGGACATGCAGAGTTTTC 

2581 CAACTAGGAAGACTGAATCTGTGGCCCCAAGAGAACC^TCTCCGAAGACTGGGTATGTGG 

2641 TCTTTTCCACACATGGACCACCTACGGATGCAATCTGTAATGCATGTGCATGAG 

2701 GTTATTAAGTAGAGTGTGAAAACATGGTTATGGTAATAGGAACAGCTTTTAAAATGCTTT 

2761 TGTATTTGGGC CTTTCACACAWUUVAGCCAT AATACCATTTT CATGTAATGCTATACTTC 

282 1 TATACTATTTTaVTGTAATACTATACTTCTATACTATTTTCATGTAATACTATACT 

2881 TACTATTTTCATGTAATACTATACTTCTATATTAAAGTTTTACCC^CTCCAAAAAAAGAA 

2941 AAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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1 CGCTTATAAATGAATGTGTGCTTAGGAACACCAGACAGCACTCCAfiCACTCTGCTTGGGG 

6 1 GGCATTCGAAACAGCAAAATCACTCATAAAAGGCAAAAAATTG 

12 1 ACCAGCATGGTACTAAATAGACCATGAAAAGACATGTGTGTGCAGTATGAAAATTGAGAC 

18 1 AGGAAGGCAGAGTGTCAGCTTGTTCCACCTCAGCTGGG 

241 TTTTTCACCACGGCATGTGTCTGTGAATGTCCGCAAAACATTTTAACAATAATC 

361 AAAGCTCGCAGACAATCAGAGTGGAAAOUrrCCCACATCTTAGXGTGGM 

42 1 CCAGATTGTTCTTCCTGTCCTGACTTCTGCZTGTGGGAGGTGGAGTTGCCTTTGATGCAAA 

481 TCCTTTGAGCCAGCAGAACATCTGTGGAACATCCCCTGATACATGAAGCTCTCTCCCCAG 

MetliyaLeiiSerProGln 

541 CCTTC^GTGTTAACCTGGGGATGATGTGGACCTGGGCACTGTGGATGCTCCCCTCACT 
ProSftrCyaVal Aanltflufi] yMetMetTrpThrTrpAlaLeuTrpMetLeuPgoSerLeu 

601 TGCAAATTCAGCCTGGCAGCTCTGCCAGCTAAGC 

r^yaT.ygPhft^eri^^AlaAXaLeuProAlaLygProGluAanlleSer jc^a^ 
661 TATAGGAAAAATTTAACCTGCACTTGGAGTC 

TyrArgLysAsnIieuThrjCjs|rhrTrpSerProGlyLysGlu 

72 1 ACM3TTAAGAGAACTTACGCTTTCGGAGAAAAACATG 

ThrValXysArgThrTyrAlaPhoGlyGluLysHisAspAsn^^ThrThrAsnSerSer 
78 1 ACAAGTGAAAATCGTGCTTCGTGCTCTTTTTTCC7TCCAAGAATAACGATCCCAGA 

ThrSerGluAanArgAlaSor^^erPhePheLGuProArglleThrllePraAflpAan 
84 1 TATACCATTGAGGTGGAAGCTGAAAATGGAGATGGTGTAATTAAATCTCATATGAC^ 

TyrThrlleGluValGluAlaGluAsnGlyAspGlyvallleLysSerHiBMotThrTyr 
90 1 TGGAGATTAGAGAACATAGCGAAAACTGAACCACCTAAGATTTTCCGTGTGAAACCM 

TrpArgLeuGluAsnl laAlaLy sThrGluProProLys IlePhaAr gValLysProVal 

96 1 TTGGGCATCAAACGAATGATTCLAAATTGAATGGATAAAGCCT 

LeuGly IleLysAr gMetl leGlnlleGluTrp I leLy sProGluLeuAlaProValSer 
1021 TCTGATTTAAAATACACACTTCGATTCAGGACAGTC^ 

Ser AspLeuLysTyrThrLeuArgPheArgThrValAsnSerThrSerTrpMetGluVal 
1081 AACTT CGCTAAGAACCGTAAGGATAAAAACCAAACGTACAACCT CACGGGGCTG CAGCCT 

AsnPheAlaLysAanArgLysAspLyaAsnGliiThrTyrAanLeuThrGlyLeuGlnPro 
1141 TTTACAGAATATGTCATAGCTCTGCGATGTGCGGTCAAGGAGTCA 

PheThrGluTyrVallleAlal^uArgCyaAlaValliysGluSerLysPh ^rrpSerAapj 
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Figure 7 

1201 TGGAGCCAAGAAAAAATGGGAATGACTGAGGAAGAAGGCAAGCTACTCCCTGCGATTCC^ 
jTrpSeriG lnGluIiysMetGlyMetThrGiuGluGluGlyLysLeuLeuProAlallePro 

12 6 1 GTCCTGTCTACTCTGGTGTAGGGCTGCTTTGGGCTAGACTTGGTGGGGTTTGTCACCACC 
ValLeuSerThrLeuVal* ** 

132 1 TGGTTGGGAATCATGGAATCTC^TGACCCCAGGGGCCCCCTGTACC^CGAGAGTGAGCC 

1381 TGCACAACTTTGTGCCCCAAAGGCAAAGGATCACATTTTAATACT 

1441 CTATACATGAAAGGGTATCATATCATTTGTTTTGTTTTGTTTTGTTTTTGAGATGGAGTC 
1501 TTACTCTGTCACCCAGGATGGAGTGCAGTGATGTGATCTCGGCTCACTGCCACCACCACC 
1561 TCCCGAGTTC^U^G&ATTCTTGTGCCTCAGCCT^ 
162 1 ACGACCATGCCCGGTTGATTrTTGTATTT^ 

1681 AGGCTAGTCTTGAACTCCTGACCTCAGGTAATCTGCCCACCTTGACCTCCCAAAGTGTTG 
174 1 GGATTACAGGCGTGAGCCACTGTGCCCCGCCAGTATC 

1801 ATAAATTAAAGATACATATTGTGAATCCTGGAGCTACTACTCAAAAAATAAATAAAGGTG 
1861 TAACTAATACAATTTAAAAAATCACATTTTT AATGACAGTGAGGAAAGGAAAGAGGCATG 
1921 GATTGCAGGTTGATGGAGTGCTTACTAAGTGTCAGTATGGTCATTAAGAGCAACGCTTC^ 
1981 AGTCAGTGGCCTTGGCTTAAATCCCAAGCCAGGTGTCTT^ 
2041 CAGTTCATTCTCAGCAGTTTCCTCGCATTTATTCCCCTTTTCT 

2101 GTAAGTTGAGTTTATAGTAGTACCTATTTTTTAGTATTATTTTAAAGATTAAATGAAATA 
2161 ATGTGTTTAGCCCATAGTAGATATTCACTAACTGCTAGACTTCCTATTCTTATTATTTAT 
222 1 CCTCCTACTATTATTTTTAAXCCT^ 

2281 TTTTGGAAATGAGGAAACTGAGTTT CAGAG ATG CT AAT AAACAGCTCAGGGTCACTCAGC 
2341 ATGTGTTACTTTTCTCAAGAGCCTTGCCCAGAGTCTGAC^ 
2401 TGTGTGATGAATGGAAAAAAAAAAAAAAAAAAAAAAAAAA 



Figure 8 



fetal thymus 
fetal spleen 
fetal skeletal muscle 
fetal lung 
fetal liver 
fetal spleen 
fetal heart 
fetal brain 
fetal small intestine 
fetal colon 
ovary 

testis 
prostate 

pancreas 
kidney 
skeletal muscle 
liver 
lung 
placenta 
brain 
heart 

tonsil 
fetal liver 
bone marrow 
peripheral leukocyte 

thymus 
lymph node 
spleen 



Figure 9 



fetal thymus 
fetal spleen 
fetal skeletal muscle 
fetal lung 
fetal liver 
fetal spleen 
fetal heart 
fetal brain 
fetal small intestine 
fetal colon 
ovary 

testis 
prostate 

pancreas 
kidney 

skeletal muscle 
liver 
lung 
placenta 
brain 
heart 
tonsil 
fetal liver 
bone marrow 
peripheral leukocyte 

thymus 
lymph node 
spleen 



Figure 10 



1 0/1 



□ 



fetal thymus 
fetal spleen 
fetal skeletal muscle 
fetal lung 
fetal liver 
fetal spleen 
fetal heart 
fetal brain 
fetal small intestine 
fetal colon 
ovary 

testis 
prostate 
pancreas 

kidney 
skeletal muscle 

liver 
lung 
placenta 
brain 
heart 
tonsil 
fetal liver 
bone marrow 
peripheral leukocyte 

thymus 
lymph node 
spleen 



Figure 11 



fetal thymus | 

fetal spleen • 

fetal skeletal muscle ; 

fetal lung ; 

fetal liver ! 

fetal spleen j 

fetal heart ' 

fetal brain ! 
fetal small intestine 
fetal colon 
ovary 

testis 
prostate 
pancreas 

kidney 
skeletal muscle 

liver 
lung 
placenta 
brain 

heart 
tonsil 
fetal liver 
bone marrow 
peripheral leukocyte 

thymus 
lymph node 
spleen 



Figure 12 



pEF-NRlO/TPO-R 



12/14 



NR10.1 



NH2 



TPO-R 



extracellular 
domain 



u 

TM 



COOH 



intracellular 
domain 



a 
a 
o 

3! 

rn 
m 
in 

if 

r« 

Q 
Ul 
□ 



pET-NRlO/IgG-Fc 



NH2 



NR10.1 



pEF-BOS/NR10.2FLAG 



NH2 



COOH 



NR10.2 FLAG 



COOH 



13/14 



Figure 13 

1 CCCCTGATACATGAAGCTCTCTCCCCAGCCTTCATGTGTTAACCTGGGGATGATGTGGAC 
M&tl i VnTif nfiprPTPGl nProS^rCyaVrt 1 A^r.^r,1 yatetMetlrpIfar 
6 1 CTGGGCACTGTGGATGCTCCCCTCACTCT^ 

TrpAl nT , ftwTrx i Mftf T,pnProSerT. f >nr Yg t J Y »T»h^fi^ y >T^» ft i r n aLeuPreAJ nT.yn 
121 GCCTGAGAACATTTCCTGTGTCTACTACTATAGGAAAAATTTAACCT 

ProGluAsnIleSer§]^alTyr^ 
181 AGGZU^GGAAACCAGTTATACCCAGTACACA^ 

GlyLysGluThrSerTyrThrGlnT^^ 
241 ACATGATAATTGTACAACCAATAGTTCTACAAGTGAAAATC GTGCTTCGTGCTCTTTTTT 

HisAspAsn^j^hrThrAsnSerSerThrSerGliaAsnArgAlaSer^^SerPhePhe 
301 CCTTCC^GAATAACGATCCCAGATAATTATACCMTG^ 

LeuProArglleThrlleProAspAsriryrThrlleGluValGluAlaGluAanGlyAsp 
361 TGGTGTAATTAAATCTCATATGACATACTGGAGATTAGAGAACATAGCGAAAAC^^ 

GlyVallleLysSerHisMetThrTyrT^^ 
421 ACCTAAGATTTTCCGTGTGAAACCAGTTT^ 

ProLyallePheArgValLysProValLeuGlyXleLyaArgMetlleGlnlleGluTrp 
481 GATAAAGCCTGAGTTGGCGCCTGTTTCATCTGATTTAAAATACACACOT 

IleLysProGluLeuAlaProValSerSerAspLeuLysTyrThrLexi^gPheArgThr 
541 AGTCAACAGTACCAGCTGGATGGAAGTCAACTTCGCT 

ValAanSerThxSerTrpMetGluValAa^^ 
601 AACGTACAACCTCACGGGGCTGCAGCCTTTTACAGAATATG 

ThrTyrAanLeuThrGlyLeuGlnProPhe^^ 
661 GGTCAAGGAGTCAAAGTTCTGGAGTGACTGGAGCCAAGAAAAAATGGGAATGACT 

ValLyaGluSerI,yBPhe |TrpSarAspTrpSoi^ lriGluLyaMe^GlyM^t»ThT-r!i nr,i „ 
721 AGAAGCTCCATGTGGCCTGGAACTGTGGAGAGTCCTGAAACCAGCTGAGGCGGATGGAAG 

GluAlaProCysGlyLeuGluLeuTrpArgValLeuLysProAlaGluAlaAspGlyArg 
781 AAGGCCAGTGCGGTTGTTATGGAAGAAGGCAAGAGGAGCCCC^ 

ArgProValArgLeuLeuTrpLysLysAlaArgGlyAlaProValLeuGluLyaThrLeu 
841 TGGCTACAACATATGGTACTATCCAGA^ 

GlyTyrAanlleTrpTyrTyrProGl^^ 

901 TACTAACCAGCAGCTTGAACTGCATCTGGGAGGCGAGAGCTTTTGGGTGTCTATGATT^ 

ThrAanGlnGlnLeuGluLeuHiaLeuGlyGlyGluSerPheTrpValSerMetlleSer 

TyrAsnSerLeuGlyLysSerProValAlaThrLeuArglleProAlalleGlnGluLya 
1021 ATCATTTCAGTGCATTGAGGTCATG^ 
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Figure 14 

SerPheGlnCysIleGluValMetGlnAlaCysValAlaGluAapGlnLeuValValLys 
1081 GTGGCAAAGCTCTGCTCTAGACGTGAACACTTGGATGATT 

TrpGlnSerSerAlaLeuAspValAsnThrTrpMet I leGluTrpPheProAspValAsp 
1141 CTCAGAGCCCACCACCCTTTCCTGGGAATC^ 

SerGluFroThrThrLeuSerTrpGluSerValSerGlnAlaThrAsnTrpThrlleGln 

GlnAspLysLeiaLysProPheTrpCysTyrAsnlleSerValTyrProMetLeuHisAsp 
1261 CA3VAGTTGGCGAGCCATATTCCATCCAGGCTTATGCCAAAGAAGGCGTTCCATCAGAAGG 

LysValGlyGluProTyrSerlleGlnAlaTyrAlaLysGluGlyvalProSerGluGly 
1321 TCCTGAGACC^GGTGGAGAACATTGGCGTGAAGACGGTCACGATCACATGGAAAGAGAT 

ProGluThrLysValGluAsnlleGlyvalLysThrValThrlleThrTrpIiysGluIle 
1381 TCCCAAGAGTGAGAGAAAGGGTATCATCTGCAACTACA 

proLy BSerGluArgLy sGly 1 1 el leCy a AanTyrThr I lePheTyrGlnAlaGluGly 
1441 TGGAAAAGGATTCTCCAAGACAGTCAATTCCAGCATCTTGCAGTACGGCCT 

GlyLysGlyPheSerLysThrValABnSerSerIleLeuGlnTyrGlyI*euGluSejrLeu 
1501 GAAACGAAAGACCTCTTACAXTGTT^ 

LysArgliysThrSorTyrlleValGlnValMetAlaSerThrSerAlaGlyGlyThrAsn 
1561 CGGGACCAGCATAAATTTCAAGACATTGTGATTC^ 

GlyThrSerlleAsi^helorsThr^^ 
1621 TTCTCTGATTGGTGGAGGCCTTCTTAra 

1681 AAAACCCAACAAATTGACTCATCTGTGTTGGCCC 

LysproAsnLyaLeuThrHisiieuCysTrpProThrvalProAanProAlaGluSerSer 
1741 TATAGCCACATGGC^TGGAGATGATTTCAAGGATAAGCTAAACCTGAAGGAGTCTGAT^ 

lleAlaThrTrpHiaGlyAapAspPheLysAspLysLeoiAsnLeuLysGluSerAspAsp 
1801 CTCTGTGAACACAGAAGACAGGATC TTAAAACCATGTTCCACCCCCAGTGACAAGTTGGT 

SerVaiAanThrGlxiAspArgllelieuLyaProCysSerThrProSerAspliysLeuVal 
1861 GAFTGACAAGTTGGTG GTGAACTTTGGGAATGTTCTGCAAGAAATTTTCACAGATGAAGC 

IleAspLysLeuValValAsnPheGlyAsnValLeuGlnGluIlePheThrAapGluAla 
1921 CAGAACGGGTCAGGAAAACAATTTAGGAGGGGAAAAGAATGGGACTAGAATTCTGTCT^ 

ArgThrGlyGlnGluAsnAsnLeuGlyGlyGluLysAanGlyThrArglleLeuSerSer 
1981 CTGCCC^CTTCAATATAAGTGTGGACTAAAATGCGAGAAAGGTGTCCTGTGGTCTATGC 

cyaProThrSerlle*** 
2041 AAATTAGAAAGGACATGCAGAGTTTTCCAACTAGGAAGACTGAATCTGTGGCCCCAAGAG 



2101 AACCATCTCCGAAGACTGG 



